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FIG. 5 



Radioimmunoprecipitation of gp75 from SKBR3 Supernatant 
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FIG. 6 



Radioimmunoprecipitation of Supernatants From Various Cell Lines 
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FIG. 7 

Comparison of Standards in Sandwich IRMA 
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FIG. 8 

Analysis of Nude Mouse Sera In c-erbB-2 IRMA 
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FIG. 9 

Analysis of Nude Mouse Sera in the c-erbB-2 IRMA 
Treated vs. Untreated 
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FIG. 10 

Analysis of Normal Human Sera in the c-erbB-2 IRMA 



LEGEND: 

• 1/5 SERUM DILUTION 
1.68 



e f g h 
SAMPLE # 



MEAN 
♦ 2SD 



1 i Analysis of 20 Sera from Human Breast Cancer Patients 
Serial Samples Assayed in the Sandwich IRMA 



LEGEND: 

■ SAMPLE a 

o SAMPLE b 

A SAMPLE c 

O SAMPLE d 

• SAMPLE e 

♦ SAMPLE f 
1.68 



: I 1 i ? . »' » 8 g ° ^ ; . ^ * ^ ^ ^ * 



J I I I 1 



-I I L 



J I L 



12 3 4 

22 r 
20 - 

18 

16 
U 

5 12 
□ 

8 

6 I- 
4 



5 6 7 8 9 10 11 12 13 K 15 16 17 18 19 20 
PATIENT 

FIG. 12 

Sandwich IRMA: Human Breast Sera and Control Sera 
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FIG. 13 

C-erbB-2 Competition ELISA Tab 251 Binding to NIH3T3t Lysate 
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FIG. 14 

C-erbB-2 Competition ELISA Tab 251 Binding to NIH3T3t Lysate 
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FIG. 15 

C-erbB-2 Competition ELISA Tab 251 Binding to NIH3T3t Lysate 
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AATTCTCGAGCTCGTCGACCGGTCGACGAGCTCGAGGGTCGACGAGC 
1 10 

Me t G 1 uLexiA 1 a A 1 aLeujCyslAr gTr pG 1 y LeuLeuLexiAl aLexiLc 
ATGGAGCTGGCGGCCTTSlTGClCGCTGGGGGCTCCTCCTCGCCCTCTT 



60 

GlnGlyCysGlnValValGlnGlyAsnLeuGluLeuThrTyrLeuPr 
CAGGGCTGCCAGGTGGTGCAGGGAAACCTGGAACTCACCTACCTGCC 

110 

IleValArgGlyThrGlnLeuPheGluAspAsnTyrAlaLexiAlaVa 
ATTGTGCGAGGCACCCAGCTCTTTGAGGACAACTATGCCCTGGCCGT 

160 



GlyGlyValLeuIleGlnArgAsnProGlnLeuCysTyrGlnAspTh 
GGAGGGGTCTTGATCCAGCGGAACCCCCAGCTC^GgTACCAGGACAC 

210 



GlySerArgCysprpGlyGluSerSerGluAspCysGlnSerLeuTh 
GGCTCCCG qrGq rGGGGAGAGAGTTCTGAGGATtrGSCAGAGCCTGAC 

260 

Asp|Cy3LeuAla|CysjLeuHisPheAsnHisSerGlyIlG|CyspluLe 
G AC TGC CTGGCC TGC CTCCACTTCAACCAC AGTGGC ATC TGlj GAGCT 



310 



TyrAsnTyrLeuSerThrAspValGlySerpysThrLeuValCysPr 
TACAACTACCTTTCTACGGACGTGGGATCctGgACCCTCGTqrGgCC 

360 

ArgGluValARgAlaValThrSerAlaAsnlleGlnGluPheAlaGl 
CGAGAGGTGAGGGCAGTTACCAGTGCCAATATCCAGGAGTTTGCTGG 

410 

GluThrLeuGluGluIleThrGlyTyrLeuTyrlleSerAlaTrpPr 
GAGACTCTGGAAGAGATCACAGGTTACCTATACATCTCAGCATGGCC 

460 

SerTrpLeuGlyLeuArgSerLeuArgGluLeuGlySerGlyLeuAl 
AGCTGGCTGGGGCTGCGCTCACTGAGGGAACTGGGCAGTGGACTGGC 

510 



GluAspGliJCyavalGlyGluGlyLeuAla|CysHisGlnLe\a|Cyspvi 
GAGG ACGAG TGI GTGGGCGAGGGCCTGGCcbGQCACCAGCTG rrGcj GC 



560 



ProArgGluTyrValAsnAlaArgHisjCyaLeuProEyaHisProGl 
CCCAGGGAGTATGTGAATGCCAGGCACTGTlTTGCCG 



610 

ProSerGlyValLysProAspLeuSerTyrMetProIleTrpLysPh 
CCCAGCGGTGTGAAACCTGACCTCTCCTACATGCCCATCTGGAAGTT 
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TCGAGGGCGCGCGCCCGGCCCCCACCCCTCGCAGCACCCCGCGCCCCCGC 



20 



uProProGlyAlaAlaSerThrGlnValCysThrGlyThrAspMetLysLe 
GCCCCCCGGAGCCGCGAGCACCCAAGTG TGC ACCGGCACAGAC ATGAAGCT 



30 



70 80 
oThrAsnAlaSerLeuSerPheLeuGlnAspIleGlnGluValGlnGlyTy 

CACCAATGCCAGCCTGTCCTTCCTGCAGGATATCCAGGAGGTGCAGGGCTA 



120 



130 



ILeuAspAsnGlyAspProLeuAsnAsnThrThrProValThrGlyAlaSe 
GCTAGACAATGGAGACCCGCTGAACAATACCACCCCTGTCACAGGGGCCTC 

170 180 
rlleLeuTrpLysAspIlePheHisLysAsnAsnGlnLeuAlaLeuThrLe 

GATTTTGTGGAAGGACATCTTCCACAAGAACAACCAGCTGGCTCTCACACT 



220 



230 



rArgThrValCysAlaGlyGlyCysp^laArgCysjLysGlyProLeuProTh 
GCGCACTGTC TGlbcCGGTGGQrGTbcCCGQrGC AAGGGGCCACTGCCCAC 



270 



280 



uHisCysProAlaLeuValThrTyrAsnThrAspThrPheGluSerMetPr 
GCAcfcGqCCAGCCCTGGTCACCTACAACA^ 



320 
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oLeuHisAsnGlnGluValThrAlaGluAspGlyThrGlnArgCyspluLy 
CCTGCACAACCAAGAGGTGACAGCAGAGG ATGGAACAC AGCGG TGT GAGAA 



370 



380 



yCysLysLysIlePheGlySerLeuAlaPheLeuProGluSerPheAspGl 
C TGC AAGAAGATCTTTGGGAGCCTGGCATTTCTGCCGGAGAGCTTTGATGG 



420 430 
oAspSerLeuProAspLeuSerValPheGlnAsnLeuGlnVallleArgGl 

GGACAGCCTGCCTGACCTCAGCGTCTTCCAGAACCTGCAAGTAATCCGGGG 



470 
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aLeuIleHisHisAsnThrHisLeuCysPheValHisThrValProTrpAs 
CCTCATCCACCATAACACCCACCTC TGC TTCGTGCAC ACGGTGCCCTGGG A 
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aArgArgAlaLeuLeuGlySerGlyProThrGlnCysValAs 
CCGCAGGGCACTGCTGGGGTCAGGGCCCACCCAG TGT GTCAACfTGdAGCCA 
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erGl 
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u Cys GlnProGlnAsnGlySerValThr Cys PheGlyProGluAlaAspGl 
G TGT CAGCCCCAG AATGGCTCAGTG ACC TGT TTTGG ACCGG AGGCTG ACCA 
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eProAspGluGluGlyAla Cys GlnPro Cys Prol le As 



TCCAGATGAGGAGGGCGCA TGC CAGCCT TGC CCC ATC AAC TGC ACCCACTC 
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CCTCCCAGCCGGGTCCAGCCGGAGCCATGGGGCCGGAGCCGCAGTGAGCACC 

40 50 
uArgLeuProAlaSerProGluThrHisLeuAspMetLeuArgHisLeuTyr 
GCGGCTCCCTGCCAGTCCCGAGACCCACCTGGACATGCTCCGCCACCTCTAC 

90 1 00 

rValLeuIleAlaHisAsnGlnValArgGlnValProLeuGlnArgLeiiArg 
CGTGCTCATCGCTCACAACCAAGTGAGGCAGGTCCCACTGCAGAGGCTGCGG 

140 150 
rProGlyGlyLeuArgGluLeuGlnLeuArgSerLeuThrGluIleLeuLys 
CCCAGGAGGCCTGCGGGAGCTGCAGCTTCGAAGCCTCACAGAGATCTTGAAA 

190 200 
uIleAspThrAsnArgSerArgAla|CystHisPro|CyslSerProMet]Cys|Lys 
GATAGACACCAACCGCTCTCGGGCC^IGgCACCCctGg^ 

240 250 



rAspjCysCys[HisGluGln]CysAlciAlaGly|CysThrGlyProLysHisSer 
TGAc bGqrGq CATGAGCAG trGj GCTGCCGG drGck 

300 



290 



oAsnProGluGlyArgTyrThr PheGlyAlaSer Cys ValThr Ala CysPro 
CAATCCCGAGGGCCGGTATACATTCGGCGCCAGcbGaGTGACTGCqTGT^ 

340 350 



spysBerLysPrdCysAlaArgValCysTyrGlyLeuGlyMetGluHisLeu 
OTGC^ GCAAGCCC TrGd GCCCGAGT dTGq TATGGTCTGGGCATGGAG 

390 400 
yAspProAlaSerAsnThrAlaProLeuGlnProGluGlnLeuGlnValPhe 
GGACCCAGCCTCCAACACTGCCCCGCTCCAGCCAGAGCAGCTCCAAGTGTTT 

440 450 
yArglleLeuHisAsnGlyAlaTyrSerLeuThrLeuGlnGlyLeuGlylle 
ACGAATTCTGCACAATGGCGCCTACTCGCTGACCCTGCAAGGGCTGGGCATC 

490 500 
pGlnLeuPheArgAsnProHisGlnAlaLeuLeuHisThrAlaAsnArgPro 
CCAGCTCTTTCGGAACCCGCACCAAGCTCTGCTCCACACTGCCAACCGGCCA 

540 _ 550 

nPheLeuArgGlyGlnGlxdCyslValGluGlujCyspirgValLeuGlnGlyLeu 
GTTCCTTCGGGGCCAGGAcbGgSTGGAGGTVAtGgCGAGTACTGCAGGGGCTC 

590 600 



n(Cy3ValAlaICyaAlaHisTyrLysAspProProPhejCys[7alAlaArgCys 
qTGTjGTGGCqTGgGCCCACTATAAGGAC 

640 650 

rjCySValAspLeuAspAspLysGlyjCystProAlaGluGlnArgAlaSerPro 
C TGI GTGGACCTGGATGACAAGGGCrGC CCCGCCGAGCAGAGAGCCAGCCCT 
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AlalleLysValLeuArgGluAsnThrSerProLysAlaAsnLysGl 
GCCATCAAAGTGTTGAGGGAAAACACATCCCCCAAAGCCAACAAAGA 

810 



MetProTyrGlyCysLeuLe\iAspHisValArgGlixAsnArgGlyAr 
ATGCCCTATGGqTGgCTCTTAGACCATGTCCGGGAAAACCGCGGACG 

860 

ValLeuValLysSerProAsnHisValLysIleThrAspPheGlyLe 
GTGCTGGTCAAGAGTCCCAACCATGTCAAAATTACAGACTTCGGGCT 

910 

HisGlnSerAspValTrpSerTyrGlyValThrValTrpGluLeuMe 
CACCAGAGTGATGTGTGGAGTTATGGTGTGACTGTGTGGGAGCTGAT 

A 



ValTyrMetlleMetValLysjCyarrpMetlleAspSerGlulCyaAr 
GTCTACATGATCATGGTCAAA lTGj TGGATGATTGACTCTGAA frGTg G 

1010 

AspSerThrPheTyrArgSerLeuLeuGlxiAspAspAspMetGlyAs 
GACAGCACCTTCTACCGCTCACTGCTGGAGGACGATGACATGGGGGA 

1060 

SerThrArgSerGlyGlyGlyAspLeuThrLeuGlyLeuGluProSe 
TCTACCAGGAGTGGCGGTGGGGACCTGACACTAGGGCTGGAGCCCTC 

1110 

LeuProThrHisAspProSerProLeuGlnArgTyrSerGluAspPr 
CTCCCCACACATGACCCCAGCCCTCTACAGCGGTACAGTGAGGACCC 

1160 

SerProArgGluGlyProLeuProAlaAlaArgProAlaGlyAlaTh 
TCGCCCCGAGAGGGCCCTCTGCCTGCTGCCCGACCTGCTGGTGCCAC 

1210 

GlyGlyAlaAlaProGlnProHisProProProAlaPheSerProAl 
GGAGGAGCTGCCCCTCAGCCCCACCCTCCTCCTGCCTTCAGCCCAGC 

1255 

LeuAspValProValEND 

CTGGACGTGCCAGTGTGAACCAGAAGGCCAAGTCCGCAGAAGCCCTG 
CTAAGGAACCTTCCTTCCTGCTTGAGTTCCCAGATGGCTGGAAGGGG 
CCCTTTCCTTCCAGATCCTGGGTACTGAAAGCCTTAGGGAAGCTGGC 
ATGGTGTCAGTATCCAGGCTTTGTACAGAGTGCTTTTCTGTTTAGTT 
TTGTCCATTTGCAAATATATTTTGGAAAACAAAAAAAAAAAAAA 
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670 680 



ILeuGlyValValPheGlylleLeuIleLysArgArgGlnGlnLysIleAr 
CTTGGGGGTGGTCTTTGGGATCCTCATCAAGCGACGGCAGCAGAAGATCCG 



720 730 
sGluThrGluLeuArgLysValLysValLeuGlySerGlyAlaPheGlyTh 

AGAGACGGAGCTGAGGAAGGTGAAGGTGCTTGGATCTGGCGCTTTTGGCAC 

770 780 
uIleLeuAspGluAlaTyrValMetAlaGlyValGlySerProTyrValSe 
AATCTTAGACGAAGCATACGTGATGGCTGGTGTGGGCTCCCCATATGTCTC 

A 830 



gLeuGlySerGlnAspLeuLeuAsnTrdCySMetGlnlleAlaLysGlyMe 
CCTGGGCTCCCAGGACCTGCTGAACTGqTGgATGCAGATTGCCAAGGGGAT 

870 880 A 

xiAlaArgLeuLeuAspIleAspGluThrGluTyrHisAlaAspGlyGlyLy 

GGCTCGGCTGCTGGACATTGACGAGACAGAGTACCATGCAGATGGGGGCAA 

920 930 
tThrPheGlyAlaLysProTyrAspGlylleProAlaArgGluIleProAs 

GACTTTTGGGGCCAAACCTTACGATGGGATCCCAGCCCGGGAGATCCCTGA 

970 980 
gProArgPheArgGluLeuValSerGluPheSerArgMetAlaArgAspPr 

GCCAAGATTCCGGGAGTTGGTGTCTGAATTCTCCCGCATGGCCAGGGACCC 
1020 1030 



pLeuValAspAlaGluGluTyrLeuValProGlnGlnGlyPhePheCysPr 
CCTGGTGGATGCTGAGGAGTATCTGGTACCCCAGCAGGGCTTCTTC rrGTi cC 

1070 1080 
rGluGluGluAlaProArgSerProLeuAlaProSerGluGlyAlaGlySe 
TGTVAGAGGAGGCCCCCAGGTCTCCACTGGCACCCTCCGAAGGGGCTGGCTC 

1120 1130 
oThrValProLeuProSerGluThrAspGlyTyrValAlaProLeuTh] 

CACAGTACCCCTGCCCTCTGAGACTGATGGCTACGTTGCCCCCCTGAC< 

1170 1180 
rLeuGluArgAlaLysThrLeuSerProGlyLysAsnGlyValValLysAs 

TCTGGAAAGGGCCAAGACTCTCTCCCCAGGGAAGAATGGGGTCGTCAAAGA 

1220 1230 
aPheAspAsnLeuTyrTyrTrpAspGlnAspProProGluArgGlyAlaPr 

CTTCGACAACCTCTATTACTGGGACCAGGACCCACCAGAGCGGGGGGCTCC 




ATGTGTCCTCAGGGAGCAGGGAAGGCCTGACTTCTGCTGGCATCAAGAGGT 
TCCAGCCTCGTTGGAAGAGGAACAGCACTGGGGAGTCTTTGTGGATTCTGA 
CTGAGAGGGGAAGCGGCCCTAAGGGAGTGTCTAAGAACAAAAGCGACCCAT 
TTTACTTTTTTTGTTTTGTTTTTTTAAAGACGAAATTIAAGACCCAGGGGAG 
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